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Neurons are highly polarized cells with some regions
specified for information input — typically the den-
drites — and others specialized for information
output — the axons. By extending to a specific loca-
tion and branching in a specific manner, the
processes of neurons determine at a fundamental
level how the nervous system is wired to produce
behavior. Recent studies suggest that relatively small
changes in neuronal morphology could conceivably
contribute to striking behavioral distinctions between
invertebrate species. We review recent data that
begin to shed light on how neurons extend dendrites
to their targets and acquire their particular branching
morphologies, drawing primarily on data from
genetic model organisms. We speculate about how
and why the actions of these genes might facilitate
the diversification of dendritic morphology.
The intricate and varied shapes taken by the dendrites
and axons of different neurons are not only one of the
most visually striking features of the nervous system,
but determine at a fundamental level how nervous
systems are wired up. Recent studies have begun to
build a molecular understanding of the various stages
of dendritic morphogenesis, including dendrite elon-
gation, targeting, branching and remodeling [1–5].
Owing largely to the development of key technologies
for imaging and genetic manipulation of neurons [6–8],
researchers have been able to ask many basic ques-
tions that were not so long ago either impossible or
prohibitively difficult: How are dendrite and axon
polarity specified? How do dendrites extend to their
proper targets? How do dendrites grow and branch
and what is the significance of particular branching
patterns? What is the role of neuronal activity in mor-
phogenesis? What are the similarities and differences
between dendritic and axonal development? Ongoing
screens in Drosophila for genes involved in morpho-
genesis, and comparative studies involving other
invertebrate and/or vertebrate systems, promise to
provide molecular, developmental and functional
insights into many of these problems [8–14]. As many
excellent reviews have been published on the subject
[1–5,15–26], we concentrate here on reviewing recent
work or emerging model systems.
Seeing the Light of Night — a Potential Function for
a Specific Branching Pattern
The shapes of invertebrate neurons are usually highly
characteristic: Morphologically homologous neurons
can be identified from segment to segment, animal to
animal, and between species. Such conservation sug-
gests that branching patterns are functionally signifi-
cant. However, particular branching morphologies
might also be shaped by influences that are not obvi-
ously adaptive, such as developmental or physical
constraints that might limit the shape or organization
of neurons [27]. Thus, when considering the functional
relevance of specific neuronal morphology, examples
in which a specific alteration in branching morphology
can be correlated with a novel function or behavior
may be more significant than examples of evolution-
ary conservation.
The arrangement and morphology of photorecep-
tors in insect visual systems are generally well-
adapted for bright light but poorly adapted for dim
light, thereby supporting diurnal patterns of behavior.
Bees, which have long been a model system for
studies of visual behavior, are primarily day-active,
fitting with the relative insensitivity of their apposi-
tion-type compound eyes (Figure 1A). However, a
nocturnal lifestyle has emerged in some species of
bees, perhaps allowing them to avoid predators or to
exploit resources that are only available during the
night. For example, the tropical nocturnal bee Mega-
lopta genalis is active for only one hour before dawn
and 20 minutes after dusk, when light intensity is
very low [28].
How are the visual systems of such insects
adapted for the demands of dim light? One potential
mechanism to enhance sensitivity is to summate
weak light signals during visual processing [29]. The
unique branching patterns of first-order visual
interneurons may provide a mechanism for spatial
summation, and thereby support a nocturnal lifestyle.
In bees, retinula cells within each ommatidial car-
tridge, the optical unit of the eye, extend axons that
terminate within the first optic ganglion, the lamina,
where they connect to first-order interneurons called
L1–L4 neurons. In contrast to diurnal bees, in which
the L-neuron fibers show limited lateral branching
beyond their parental cartridge, the L-fibers of M.
genalis branch out into several adjacent cartridges
[30] (Figure 1B). The novel morphology of L-fibers in
M. genalis could thus mediate spatial summation of
signals from multiple ommatidia (Figure 1C). This rela-
tionship between branching morphology and noctur-
nal lifestyle in M. genalis is currently a correlation, but
the hypothesis is strengthened by data on L-fiber
branching in a larger number of insects. Wide lateral
branching is found in nocturnal cockroaches, fireflies
and hawkmoths, whereas L-fibers are restricted to
parental cartridges in diurnal butterflies and dragon-
flies [30]. Ultimately, such comparative studies
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provide a unique opportunity to explore how neuronal
morphology facilitates particular behaviors and
lifestyles.
Dendritic Guidance: Where Do We Go from Here?
Neurons develop intricate and astoundingly diverse
branching morphologies. In both vertebrate and inver-
tebrate neurons, axons appear to emerge first from the
cell body, followed by the growth of dendrites [8,31,32].
A major difference in morphology between invertebrate
and vertebrate neurons is that the majority of vertebrate
neurons is multipolar while the majority of invertebrate
neurons is unipolar [33,34]. In a unipolar neuron, the
soma gives rise to a single process, the cell body fiber,
which can bifurcate into one axonal arbor and one den-
dritic arbor. In some cases there is no bifurcation and
multiple dendritic branches form directly on the fiber
[33]. By contrast in mulitipolar neurons, several
processes originate from the cell body. The predomi-
nance of unipolar neurons in invertebrates and multi-
polar neurons in vertebrates should be seen as a
quantitative, rather than qualitative, difference. Both
invertebrates and vertebrates have unipolar as well as
multipolar neurons and the functional specialization of
dendrites and axons is observed in unipolar neurons
just as in most multipolar neurons [34–37].
Following the establishment of dendrite and axon
polarity, a critical next step during the process of neu-
ronal morphogenesis is the extension of dendrites to
their targets. Here, one might tend to think of axons
and dendrites as distinct in their requirements. Axons
extend over relatively long distances to precise
targets, which suggests an a priori requirement for
guidance mechanisms [38]. Dendrites often arborize
nearer to the cell body but nevertheless show evi-
dence of specific targeting (Figure 2) [19]. A funda-
mental question is whether dendrites, like axons, are
guided by extracellular signals and whether similar
guidance mechanisms are used by axons and den-
drites. Visual examination of mature dendritic mor-
phology is often insufficient because the same result
might be accomplished by very different developmen-
tal mechanisms. For example, dendrites might be
guided to their specific targets, or might grow more
profusely and be selectively stabilized or eliminated in
certain regions of their receptive field [39]. In
Drosophila several classes of neurons have emerged
as promising systems for identifying developmental
and molecular principles that regulate dendritic tar-
geting (Figure 2). These include motor neurons in the
ventral nerve cord (VNC) [40–43], projection neurons
(PNs) of the olfactory system [44–46], TTMn motor
neurons of the giant fiber (GF) system [47], and the
dendritic arborization (da) sensory neurons that cover
the larval body wall [35,48,49].
Navigating with Extrinsic Constraints
Dendrites do not develop free from constraints imposed
by surrounding cells. Substrate preferences, for
example, can restrict dendritic growth or stabilization to
specific two-dimensional planes, and interactions with
other neurons can limit growth or provide instructions
for proper targeting. One of the more dynamic exam-
ples of external constraints to dendritic growth are the
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Figure 1. Neuronal morphology
and nocturnal behaviour.
(A) Apposition compound eyes
are characterized by a relatively
narrow diameter light-collecting
aperture. (B) Comparison of L-
fiber lateral branching in the
nocturnal Megalopta genalis
and diurnal Apis mellifera. (C)
Possible relevance of L-fiber
lateral branching for spatial
summation.  In a conventional
apposition eye, the processes
of first-order interneurons are
restricted to their parental car-
tridge, whereas in M. genalis,
wide lateral branching could
allow spatial summation of
visual signals. Adapted from
[29].
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repulsive interactions that can take place between
growing neighboring neurons [50–54]. During such inter-
actions, neighboring dendrites will jockey for space:
growing to maximize the coverage of a particular recep-
tive area, and repelling each other to minimize the
redundancy of innervation. The end result is a complete,
but non-overlapping, dendritic coverage of a receptive
area, an arrangement known as ‘tiling’ [55]. Such
cell–cell interactions appear to delimit the receptive
fields of sensory arbors in the leech [56,57], and the
dendritic territories in the Drosophila peripheral nervous
system [51–53,58] and vertebrate visual and
somatosensory systems [50,54,59]. Ablation of a tiling
neuron early in development causes biases in the direc-
tion of growth toward voided areas, suggesting that
repulsion between neighboring neurons is a force that
is likely to limit receptive territories [51–54].
Anatomical studies suggest that the interactions
between tiling dendrites are cell-type specific
[48,55,60,61]. In other words, only cells of the same
morphological and functional class seem able to give
or receive the ‘stop’ or ‘turn’ signal. However, the
molecular mechanisms that mediate repulsive den-
dritic interactions have, until recently, been elusive.
From a screen for genes expressed in the Drosophila
peripheral nervous system, Furry (Fry) and Tri-
cornered (Trc) kinase, two evolutionarily conserved
regulators of the cytoskeleton, were identified and
demonstrated to be involved in branching and tiling
control [58]. Trc appears to normally limit dendritic
branching via negative regulation of the small GTPase
Rac1, a protein known to regulate dendritic morpho-
genesis in a variety of invertebrate and vertebrate
systems [62–66]. Coimmunoprecipitation experiments
indicate that Trc and Rac1 form a complex [58].
However, experiments with dominant negative and
constitutively active mutant proteins indicate that Trc
regulation of tiling does not depend on Rac1 and is
likely to involve a distinct pathway [58]. Interestingly,
both Trc and Fry are expressed not in a cell-type spe-
cific fashion, but in all da neurons, including those
whose dendrites overlap significantly [58]. This sug-
gests that Trc and Fry are either regulated differently
in different types of neurons to mediate the specific
repulsive signal, or  cooperate with other cell-type
specific tiling signals to make repulsive signaling
more robust. Further studies of Trc and Fry will hope-
fully provide general insight into how tiling is con-
trolled in other systems.
The molecular regulation of dendritic tiling is at least
partially conserved in other invertebrates. In C. elegans,
removal of sax-1 and sax-2, homologs of tricornered
and furry, respectively, causes a failure in the tiling of
the mechanosensory neurons PLM and ALM [67,68].
The cellular nature of tiling by these neurons, however,
is quite distinct from that of Drosophila da neurons.
PLM development occurs in three stages: first, the PLM
dendrite extends rapidly and overshoots its intended
target region; second, process extension is inhibited
while the animal continues to grow, resulting in a
Figure 2. Dendritic guidance in the
central and peripheral nervous system of
Drosophila.
(A) Medial dendrite (top blue arrow) of an
aCC motor neuron extends across the
ventral midline (red; VML) during develop-
ment. Removal of Netrin signals in the
midline results in the failure of this den-
drite to cross the midline. The upper right
corner of this panel shows a schematic
ventral view of a Drosophila embryo. The
gray ladder-like structure is the ventral
nerve cord (VNC), the red dotted line indi-
cates the position of the VML, and the
boxed region shows the approximate cell
body position (dark circle) of aCC neuron.
(B) Dendrites (blue arrows) of a class I
sensory da neuron ddaD extend toward
the segmental border (SB) in a near paral-
lel fashion, suggesting that these den-
drites might be guided toward the
segment border during development. The
identity of the guidance cues is not
known. The upper right corner of this
panel shows a lateral view of a Drosophila
embryo. The boxed region shows the
approximate cell body position (dark
circle) of ddaD. (C) Dendrites (blue arrows)
of distinct projection neurons (PNs) of the
Drosophila olfactory system project to
distinct glomeruli in the antennal lobe
(AL). The PN dendrites might still use —
yet to be discovered — positional cues to
find their correct target. The right panel
shows a schematic diagram of a dis-
sected adult brain. The AL is boxed. MB,
mushroom body; LH, lateral horn.
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matching of the sensory dendrite to its target; third, the
animal and the dendrite grow at a similar rate, main-
taining the proper coverage of the target [68]. The tiling
phenotype exhibited in sax1/2 mutant animals appears
to result from a lack of growth inhibition during the
second stage of the PLM development. The identity of
the instructive cues for the PLM growth inhibition is not
known, but it appears not to be a dendrite–dendrite
repulsion mechanism, as removal of ALM does not
affect the neurite termination point of PLM [68].
‘Targeting’ of dendrites takes on a somewhat differ-
ent meaning in systems that tile via dendrite–dendrite
repulsion because of the severe extrinsic constraints
on dendritic growth. If tiling neurons are intrinsically
capable of extending dendrites around the cell body
in all directions, size and shape of the dendritic field
will depend on constraints imposed by cell position,
cell spacing, early growth trajectories, and rates of
dendritic growth [59,69,70]. Alterations in any of these
parameters during development could lead to a sig-
nificant change in size or orientation of the dendritic
field. For example, cell body position and the site of
dendrite outgrowth can lead to an apparent bias in the
trajectory of dendritic growth: the closer a neuron lies
to a repulsive barrier, the more an arbor will tend
towards a non-uniform (non-radial) distribution. Tar-
geting biases are observed among certain tiling da
neurons simply because these cells are not spaced as
a uniform mosaic [48]. The problem of tiling demon-
strates that  one neuron can strongly influence the
growth of nearby dendrites, and that we cannot fully
understand dendritic morphology without considering
the influences faced by cells in their native environ-
ments. Recent studies have made inspired efforts to
elucidate extrinsic influences in olfactory and motor
dendrite targeting [41,71]
Navigating with Respect to Major Landmarks
The ventral midline of Drosophila is a major landmark
separating the bilaterally symmetric halves of the
nervous system and is a source of critical guidance
molecules, such as Slit, a midline repellent [72] or
Netrins, mediators of midline attraction [73]. Do den-
drites employ similar strategies for navigating with
respect to the midline? Dendrites of the motor
neurons aCC, RP3 and RP2 display a very stereotypi-
cal projection pattern with respect to the ventral
midline: they either cross, as in the case of aCC
(Figure 2A), or do not cross the midline, as in the case
of RP2 [43]. The dendrites of aCC, however, fail to
cross the midline in the absence of Frazzled [74], a
receptor for Netrins, while removing Robo, the recep-
tor for Slit [75,76], causes the RP2 dendrite to aber-
rantly cross the midline [43]. These results suggest
that certain dendrites are indeed influenced by axon
guidance molecules. This idea is further strengthened
by work on the giant fiber system, a well-defined cir-
cuitry for escape behavior in Drosophila [47]. In the
giant fiber system, the medial dendrite of the post-
synaptic TTMn motor neuron extends toward, but
does not cross, the ventral midline. This neuron forms
a synapse with the descending giant fiber axon that is
strictly ipsilateral. When Robo is overexpressed in the
TTMn neurons, dendrites fail to extend to their wild-
type position, resulting in stunted morphology and
weakened synapse formation [47].
A unique relationship between dendrite and axon
targeting was uncovered following a systematic char-
acterization of dendritic morphology of Drosophila
motor neurons [41]. Motor neurons that innervate the
musculature of the body wall organize their dendritic
territories in stereotypical positions along the ante-
rior–posterior axis in the ventral nerve cord. Strikingly,
the dendritic territories of these motorneurons are
organized into domains that form a myotopic map,
that is, they centrally represent the distribution of
peripheral muscles (Figure 3) [41]. Furthermore, the
dendritic fields of many cells occupy different
domains and do not overlap with each other [41,42],
reminiscent of the tiling observed with sensory den-
drites (Figure 3). How are these dendritic patterns
established during development? Partitioning of den-
drites occurs independently of muscle innervation.
Likewise, glial cells appear to play no essential role in
spatial patterning as ablation of glia in the CNS does
not disrupt the position of motor neuron dendritic
fields [41]. Partitioning of fields by dendrite–dendrite
interactions, and passive packing of fields according
to cell body position or axon trajectory, also seem not
to operate among at least a subset of the neurons.
Instead, the organization of the myotopic map is likely
set down early in embryonic development as the body
is divided into parasegmental units [41].
Together, these findings raise several questions that
remain to be addressed experimentally. Given the
similar abilities of dendrites and axons to respond to
the same guidance cues, how do they manage to
project to distinct locations? For example, the axon of
aCC does not cross the midline while its dendrite
does. Differential localization of molecules that either
confer or strip the ability of a neurite to respond to
guidance cues might provide one answer. Indeed, in
cultured mammalian cortical pyramidal neurons, dif-
ferential localization of soluble guanylyl cyclase allows
axons to be repelled but dendrites to be attracted to
Sema3A [77]. Differential localization of effector mole-
cules in a temporally distinct fashion might be another
possibilty for endowing guidance specificity, as axons
and dendrites often grow out at different times during
development, axons typically earlier than dendrites.
In addition, certain da neurons of the Drosophila
peripheral nervous system also appear to be guided
toward or away from major body landmarks [48,49].
The primary dendrite of these neurons extends from
the cell body toward the dorsal midline while the sec-
ondary branches extend toward the segmental
boundaries, and do so in a direction nearly orthogonal
to that of the primary branch (Figure 2B) [48,49]. Such
directed dendrite projection patterns suggest the
presence of guidance molecules that are perhaps
either localized at the dorsal or ventral midline, at the
segmental boundaries, or graded along the ante-
rior–posterior or dorsal–ventral axis in surrounding
tissues. The nearly invariant projection pattern of
these neurons makes them well-suited for identifica-
tion of such molecules. Indeed, several mutants
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uncovered from dendrite morphology screens exhibit
dendrite misrouting phenotypes [8] (M. Kim, W.G,
B.Y., J. Parrish, unpublished results). Detailed time-
lapse analysis and identification of the genes respon-
sible for these phenotypes should provide a basis for
understanding the targeting of other neurons that
share similar dendritic projection patterns.
Navigating without Obvious Landmarks
Which mechanisms will dendrites employ when they
face a far more challenging task, such as deciding
which specific territory to occupy within a grossly
homogeneous target region? Insights into this
problem have emerged from a series of studies on
projection neuron (PN) dendrite targeting [44,71,78].
The PNs are second-order neurons in the fly olfactory
circuit and relay sensory input received from olfactory
receptor neurons (ORNs) to higher brain centers. Most
PNs project their dendrites into only one of ~50
glomeruli in the antennal lobe [44]. The targeting of PN
dendrites is highly stereotypical and is determined by
the birth order of the PNs [44]. Recent studies indicate
that in Drosophila, the targeting of PN dendrites is
independent of inputs from the pre-synaptic ORNs, as
invasion of ORN axons into the antennal lobe occurs
after PN dendrite target selection [71]. The relative
arrival times of axons and dendrites in the fly olfactory
system appear to contrast with the results of earlier
studies in Drosophila [79] and other insects, such as
Manduca, in which the ORN axons, rather than the
PNs, seem to be the first to accumulate into pro-
toglomeruli and thus appear to play the primary role in
glomerular development [80,81]. This contradiction
may either reflect an inherent difference in wiring prin-
ciples between the two species, or alternatively, may
be resolved by simply separating the processes of
spatial patterning of dendrites — a much earlier devel-
opmental event — from glomerular formation [71].
How is the stereotypical targeting of Drosophila PN
dendrites accomplished in the absence of cues derived
from pre-synaptic partners? One answer appears to be:
intrinsic transcriptional control. Combinatorial control
by transcription factors is one way by which a limited
number of genes can specify several different develop-
mental outcomes. For example, the binary on–off
expression of six hypothetical transcription factors,
each of which regulates one critical surface recognition
molecule, can specify 64 (26) different kinds of surface
properties. Interestingly, two transcription factors, Acj6
and Drifter, are expressed in two non-overlapping sets
of projection neurons, adPNs and IPNs, that have dif-
ferent characteristic dendritic targets [82]. Removal of
acj6 causes a subset of the adPNs to project dendrites
to incorrect targets, while ectopic expression of acj6 in
IPNs causes some of the IPNs to target into adPN
target areas [82]. Similar, but less dramatic, results
were obtained with manipulations of drifter. Although
specific expression of Acj6 and Drifter alone cannot
explain how individual groups of PNs select their
targets, differential expression of transcription factors
within each set of PNs (Acj6-positive and Drifter-posi-
tive) might be an important contributor to the dendritic
targeting of individual neurons.
The targeting specificity of PNs appears to involve
both intrinsic transcriptional control, and interactions
between dendrites. More specifically, homotypic
attractive interactions among dendrites of the same
PN class or heterotypic repulsive interactions of den-
drites of distinct classes might contribute to targeting
specificity via a sorting mechanism [71]. Experimental
support for this concept comes from data showing
that projection neurons lacking N-cadherin, a
homophilic adhesion molecule, project dendrites to
the correct glomeruli, but these dendrites often ‘spill-
over’ into adjacent glomeruli [83]. Furthermore, the
spill-over effect is observed even when the projection
neuron examined is wild-type for N-cadherin but is
surrounded by neurons that are mutant [83]. This
result raises the possibility that N-cadherin dependent
homotypic interactions among projection neurons that
aim for the same target might act to ‘glue’ the den-
drites of PNs together, thereby achieving highly spe-
cific targeting.
How Do Neurons Grow and Branch? An Adult
Perspective
In both vertebrate and invertebrate neurons, the elab-
oration of dendritic branches is a highly dynamic
process [8,53,84–88]. Because very many of the
branches formed on developing neurons do not
persist, the course of morphogenesis cannot be
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Figure 3. A myotopic map of motoneuron dendrites in
Drosophila.
Superimposed representative Drosophila motor neurons of 15
hr old embryos (left panel) that innervate the muscles of the
abdominal half-segment (right panel). Cell bodies reside in the
cortex just outside of the neuropil (black). Fibers project from
the cell body to the neuropil, where dendrites arborize, and
then out of the CNS to innervate muscles. Landmarks for the
segment border are indicated by asterisks. Note the paraseg-
mental organization of the myotopic map. Color code: blue,
ventral internal; yellow, dorsolateral internal; red, dorsal inter-
nal; green, external; black, neuropil; gray, cortex. Symbols and
abbreviations: triangles, ventral midline; asterisks, dorsal
ventral channels (landmarks for the segment border); AC, ante-
rior commissure; PC, posterior commissure. Figure modified
from [41].
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reconstructed simply by examining mature neuron
morphology [86]. Fundamental to our understanding
of the mechanisms of dendrite branching are time-
lapse imaging studies in live preparations. However,
for many neurons, in vivo imaging of arbors is limited
by the availability of suitably specific and robust
markers of early growth and elaboration. A special
feature of many insect neurons, namely, their ability to
prune and re-grow most of their arbors during meta-
morphosis to the adult stage [9,25,89–92], has allowed
detailed in vivo time-lapse studies of morphogenesis.
A particularly advantageous system for in vivo
imaging during metamorphosis is the da sensory
system of Drosophila. First, da neurons lie immedi-
ately beneath the transparent cuticle and branch in
only two dimensions [35], making it relatively straight-
forward to image entire arbors during development.
Second, fluorescent markers can be used to label dif-
ferent groups of these neurons and follow their growth
in vivo [8,51–53,58,93]. Finally, several of the da
neurons survive metamorphosis to prune and re-grow
their dendritic arbor [87,93–95]. As the arbors re-grow,
the animal is stationary and dendritic elaboration
occurring just beneath the cuticle is amenable to
quantitative in vivo time-lapse studies.
For instance, one da neuron (ddaE) develops a
simple morphology in embryonic stages, deconstructs
its arbor during early metamorphosis by both local
degeneration and branch retraction and grows a much
more complex adult-specific arbor [48,49,53,87,93].
Multiphoton imaging of intact pupae revealed that
adult dendritic growth of ddaE occurs in two distinct
phases: scaffold building and filling in of the receptive
territory by fine branches [87]. During the first stage,
many short filopodia extend and retract from the small
primary dendrites and some stabilize to serve as a
scaffold for the mature arbor. This dynamic growth
phase resembles the dynamic branching observed in
pyramidal neurons in slice culture and the rapid in vivo
growth of optic tectal neurons in Xenopus [84,85]. In
the second stage of ddaE’s adult growth, the dendritic
scaffold remains stable and fine branches elaborate to
fill in the dendritic territory [87]. Branch retraction pro-
grams dominate the first phase of arbor development,
but are largely absent from the second phase [87]. The
transition between these phases is controlled by juve-
nile hormone — a developmental hormone that along
with ecdysone coordinates insect development. Appli-
cation of a juvenile hormone mimic during the first
phase of adult-specific morphogenesis, when juvenile
hormone is normally absent, leads to a decrease in
mature arbor complexity by maintaining retraction
programs into late stages of morphogenesis [87].
The above data suggest that early dynamic exten-
sion and retraction of arbors, common to both verte-
brates and invertebrates, allow dendrites to assume
a basic shape, or scaffold [84,85,87,96]. Switching
off retraction programs may subsequently allow a
neuron to achieve an appropriate complexity [25].
Thus, the regulation of dendritic stability during
development seems to have a central role in mor-
phogenesis and in morphological diversification. It
seems likely that the onset or progress of the ‘filling
in’ phase of morphogenesis could be modulated dif-
ferently in different types of neurons to produce
divergent degrees of branch complexity.
Specifying Dendrite Branching Pattern
With their diverse yet stereotyped morphologies,
invertebrate neurons are ideally suited to address the
fundamental problem of how a neuron achieves a cell-
specific or class-specific branching pattern. The
ability to identify individual neurons by physiological
and morphological criteria suggests that genetic
mechanisms control many aspects of neuronal mor-
phology [97].
Various strategies have been used to explore the
genetic basis of branching morphology in insects.
Among the most successful have been forward
genetic screens and studies of candidate genes in
Drosophila. The predominant assays are loss-of-func-
tion and gain-of-function analysis, often performed
using mosaic approaches to separate cell
autonomous from non-autonomous genetic control
[7]. The genes identified by such approaches can be
roughly categorized into those that seem relatively
selective in their control of dendritic morphology, and
those that exhibit broad control over many aspects of
morphology, such as targeting, branch number,
branch length. Examples might include those that reg-
ulate terminal branch number or branch length, such
as Rho family GTPases [58,65,98], the serine/threo-
nine kinase Tricornered [58] and the RNA binding pro-
teins Nanos, Pumilio [99] and Fmr1 [65]. Modification
of the activity of these genes often causes neurons to
develop arbors having either more or fewer branches,
or significantly different branch lengths. Because they
control specific aspects of morphogenesis, manipula-
tion of these genes causes neurons to adopt mor-
phologies that are normally not observed in vivo.
Examples of genes that coordinately control several
class-specific aspects of neuronal morphology have
emerged from several recent studies in Drosophila
[82,100–103] and in each case these encode putative
transcription factors, including zinc finger, home-
odomain, POU-domain, and BTB domain containing
proteins. Loss- or gain-of-function manipulations of
these genes cause cells to adopt branching mor-
phologies that are quantitatively or qualitatively more
like those of distinct neurons or neuronal classes,
implying that morphological identity is under tran-
scriptional control in many — if not all — types of
neuron.
These findings raise the general question of
whether morphological identity is genetically separa-
ble from cell fate. One way of approaching this
problem is to examine the expression of multiple
markers of cell identity in mutant neurons. However,
often the marker genes have not been ascribed a
function and thus cannot be excluded from being
regulators of morphogenesis themselves. This can in
some cases present a conundrum when manipulating
the activity of transcription factors, which are
expected to act by altering gene expression. Alterna-
tively, we can ask: When during development is mor-
phological identity specified and how specifically is a
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particular gene regulating morphology? At one
extreme, genes that endow neuronal precursors with
their identity might supply progeny neurons with their
‘branching program’. At the other extreme, cell-type
specific morphology might require continuous action
of dedicated transcriptional regulators in post-mitotic
neurons. These alternatives might be addressed at a
very basic level by examining the temporal expres-
sion patterns of genes of interest and by examining
the morphological consequences of manipulating
levels of gene activity at different stages.
Returning to the transcription factors mentioned
above, the zinc finger transcription factor Hamlet is
expressed around neuronal birth [100]. The POU-
domain protein Drifter and the homeodomain protein
Cut are expressed both in neuronal precursors and in
differentiated neurons [82,101], while the POU-domain
protein Acj6 and the BTB Zinc finger protein Abrupt
are expressed predominantly or exclusively in post-
mitotic cells [82,102,103]. Together with the finding
that dendrite morphology can be altered by post-
mitotic overexpression of any of these genes, these
data suggest that neuronal morphology can be con-
trolled at the level of transcription both in neuronal
precursors and in post-mitotic neurons.
Our understanding of what causes different types of
neuron to take reliably distinct branching patterns is
clearly incomplete. The above results indicate that a
key future goal is to identify transcriptional regulators
and their targets that control morphogenesis. First
steps have been taken with the zinc-finger transcrip-
tion factor Sequoia: microarray experiments indicate
that it regulates genes involved in neurite morphogen-
esis rather than genes controlling cell fate [104]. In
many cases, however, these genes are expressed in
morphologically heterogeneous populations of
neurons, and even non-neuronal cells, thus it would be
informative to profile restricted groups of neurons
[105–107]. A concurrent goal will be to understand how
these and other regulators act on the different phases
of dendritic growth; for example, scaffold building and
territory filling in the case of adult — and perhaps also
embryonic — sensory neurons. As genes that emerge
from such screens are examined in greater depth, we
may hope to converge on core conserved signaling
programs that regulate dendritic morphogenesis.
The ‘Why’ of Dendritic Morphological Diversity
One consistent feature of dendritic morphology is its
diversity across cell types and species. Why have dif-
ferent neurons attained such extraordinarily diverse
shapes? It has been proposed that change during
metazoan evolution is constrained by both develop-
mental complexity and the prior attainment of a
certain degree of developmental stability [108]. As the
number of interacting elements (i.e., complexity)
increases, it becomes increasingly rare for any muta-
tion to improve the interactions between elements
without harming them. Above all, any system — in
particular the nervous system — must remain func-
tionally coherent in the face of evolutionary change
[108]. Once coherence is achieved, it is further rein-
forced, because subsequent changes are screened
for their compatibility with the existing organization
[108]. It is important, then, to identify which features
of neurons are most able to change without paralyz-
ing the network. The basic compartments for infor-
mation input and output, as well as the mechanisms
for intracellular and intercellular information propaga-
tion are well-conserved. It might be that alterations in
dendrite morphology are one way of tinkering with
the functionality of the nervous system during evolu-
tion with little risk of failure. The ultimate conse-
quence of so many successful — or at least not
unsuccessful — random experiments by nature is the
extraordinary diversity of morphology that we
observe.
Acknowledgments
Our work is supported by the NIH and Jane Coffin Childs
Foundation. Y.N.J. is an Investigator of the Howard Hughes
Medical Institute.
References
1. Scott, E.K., and Luo, L. (2001). How do dendrites take their shape?
Nat. Neurosci. 4, 359–365.
2. Jan, Y.N., and Jan, L.Y. (2003). The control of dendrite develop-
ment. Neuron 40, 229–242.
3. Gao, F.B., and Bogert, B.A. (2003). Genetic control of dendritic mor-
phogenesis in Drosophila. Trends Neurosci. 26, 262–268.
4. Grueber, W.B., and Jan, Y.N. (2004). Dendritic development: lessons
from Drosophila and related branches. Curr. Opin. Neurobiol. 14,
74–82.
5. Libersat, F. (2005). Maturation of dendritic architecture: lessons
from insect identified neurons. J. Neurobiol. 64, 11–23.
6. Brand, A.H., and Perrimon, N. (1993). Targeted gene expression as
a means of altering cell fates and generating dominant phenotypes.
Development 118, 401–415.
7. Lee, T., and Luo, L. (1999). Mosaic analysis with a repressible cell
marker for studies of gene function in neuronal morphogenesis.
Neuron 22, 451–461.
8. Gao, F.B., Brenman, J.E., Jan, L.Y., and Jan, Y.N. (1999). Genes reg-
ulating dendritic outgrowth, branching, and routing in Drosophila.
Genes Dev. 13, 2549–2561.
9. Lee, T., Marticke, S.S., Sung, C., Robinow, S., and Luo, L. (2000).
Cell autonomous requirement of the USP/EcR-B ecdysone recep-
tor for mushroom body neuronal remodeling in Drosophila. Neuron
28, 807–818.
10. Wang, J., Zugates, C.T., Liang, I.H., Lee, C.H., and Lee, T. (2002).
Drosophila Dscam is required for divergent segregation of sister
branches and suppresses ectopic bifurcation of axons. Neuron 33,
559–571.
11. Reuter, J.E., Nardine, T.M., Penton, A., Billuart, P., Scott, E.K., Usui,
T., Uemura, T., and Luo, L. (2003). A mosaic genetic screen for
genes necessary for Drosophila mushroom body neuronal morpho-
genesis. Development 130, 1203–1213.
12. Shi, S.H., Cheng, T., Jan, L.Y., and Jan, Y.N. (2004). The
immunoglobulin family member dendrite arborization and synapse
maturation 1 (Dasm1) controls excitatory synapse maturation. Proc.
Natl. Acad. Sci. USA 101, 13346–13351.
13. Shi, S.H., Cox, D.N., Wang, D., Jan, L.Y., and Jan, Y.N. (2004).
Control of dendrite arborization by an Ig family member, dendrite
arborization and synapse maturation 1 (Dasm1). Proc. Natl. Acad.
Sci. USA 101, 13341–13345.
14. Shima, Y., Kengaku, M., Hirano, T., Takeichi, M., and Uemura, T.
(2004). Regulation of dendritic maintenance and growth by a mam-
malian 7-pass transmembrane cadherin. Dev. Cell 7, 205–216.
15. Cline, H.T. (2001). Dendritic arbor development and synaptogene-
sis. Curr. Opin. Neurobiol. 11, 118–126.
16. Jan, Y.N., and Jan, L.Y. (2001). Dendrites. Genes Dev. 15,
2627–2641.
17. Wong, R.O., and Ghosh, A. (2002). Activity-dependent regulation of
dendritic growth and patterning. Nat. Rev. Neurosci. 3, 803–812.
18. Goldberg, J.L. (2004). Intrinsic neuronal regulation of axon and den-
drite growth. Curr. Opin. Neurobiol. 14, 551–557.
19. Kim, S., and Chiba, A. (2004). Dendritic guidance. Trends Neurosci.
27, 194–202.
Current Biology
R737
20. Libersat, F., and Duch, C. (2004). Mechanisms of dendritic matura-
tion. Mol. Neurobiol. 29, 303–320.
21. Chihara, T., and Luo, L. (2004). Like poles repel; molecular mecha-
nisms of dendritic tiling. Cell 119, 148–149.
22. Zinn, K. (2004). Dendritic tiling; new insights from genetics. Neuron
44, 211–213.
23. Ye, B., and Jan, Y.N. (2005). The cadherin superfamily and dendrite
development. Trends Cell Biol. 15, 64–67.
24. Newey, S.E., Velamoor, V., Govek, E.E., and Van Aelst, L. (2005).
Rho GTPases, dendritic structure, and mental retardation. J. Neu-
robiol. 64, 58–74.
25. Williams, D.W., and Truman, J.W. (2005). Remodeling dendrites
during insect metamorphosis. J. Neurobiol. 64, 24–33.
26. Ghysen, A. (2003). Dendritic arbors: a tale of living tiles. Curr. Biol.
13, R427–R429.
27. Dumont, J.P.C., and Robertson, R.M. (1986). Neuronal circuits: An
Evolutionary perspective. Science 233, 849–853.
28. Greiner, B., Ribi, W.A., and Warrant, E.J. (2004). Retinal and optical
adaptations for nocturnal vision in the halictid bee Megalopta
genalis. Cell Tissue Res. 316, 377–390.
29. Warrant, E.J., Kelber, A., Gislen, A., Greiner, B., Ribi, W., and Wcislo,
W.T. (2004). Nocturnal vision and landmark orientation in a tropical
halictid bee. Curr. Biol. 14, 1309–1318.
30. Greiner, B., Ribi, W.A., Wcislo, W.T., and Warrant, E.J. (2004). Neural
organisation in the first optic ganglion of the nocturnal bee Mega-
lopta genalis. Cell Tissue Res. 318, 429–437.
31. Mandell, J.W., and Banker, G.A. (1995). The microtubule cytoskele-
ton and the development of neuronal polarity. Neurobiol. Aging 16,
229–237.
32. Goldberg, J.L., Espinosa, J.S., Xu, Y., Davidson, N., Kovacs, G.T.,
and Barres, B.A. (2002). Retinal ganglion cells do not extend axons
by default: promotion by neurotrophic signaling and electrical activ-
ity. Neuron 33, 689–702.
33. Strausfeld, N.J. (1976). Atlas of an Insect Brain. (Berlin, Heidelberg,
New York: Springer-Verlag).
34. Laurent, G. (1999). Dendritic processing in invertebrates: a link to
function. In Dendrites, G. Stuart, Spruston, N., and Hausser M., eds.
(Oxford: Oxford University Press), pp. 290–297.
35. Bodmer, R., and Jan, Y.N. (1987). Morphological differentiation of
the embryonic peripheral neurons in Drosophila. Rouxs Arch. Dev.
Biol. 196, 69–77.
36. Hausser, M., Stuart, G., Racca, C., and Sakmann, B. (1995). Axonal
initiation and active dendritic propagation of action potentials in
substantia nigra neurons. Neuron 15, 637–647.
37. Watson, A.H., and Burrows, M. (1985). The distribution of synapses
on the two fields of neurites of spiking local interneurones in the
locust. J. Comp. Neurol. 240, 219–232.
38. Tessier-Lavigne, M., and Goodman, C.S. (1996). The molecular
biology of axon guidance. Science 274, 1123–1133.
39. Koester, S.E., and O’Leary, D.D. (1992). Functional classes of corti-
cal projection neurons develop dendritic distinctions by class-spe-
cific sculpting of an early common pattern. J. Neurosci. 12,
1382–1393.
40. Landgraf, M., Bossing, T., Technau, G.M., and Bate, M. (1997). The
origin, location, and projections of the embryonic abdominal
motorneurons of Drosophila. J. Neurosci. 17, 9642–9655.
41. Landgraf, M., Jeffrey, V., Fujioka, M., Jaynes, J.B., and Bate, M.
(2003). Embryonic origins of a motor system: motor dendrites form
a myotopic map in Drosophila. PLoS Biol. 1, E41.
42. Landgraf, M., Sanchez-Soriano, N., Technau, G.M., Urban, J., and
Prokop, A. (2003). Charting the Drosophila neuropile: a strategy for
the standardised characterisation of genetically amenable neurites.
Dev. Biol. 260, 207–225.
43. Furrer, M.P., Kim, S., Wolf, B., and Chiba, A. (2003). Robo and Fraz-
zled/DCC mediate dendritic guidance at the CNS midline. Nat. Neu-
rosci. 6, 223–230.
44. Jefferis, G.S., Marin, E.C., Stocker, R.F., and Luo, L. (2001). Target
neuron prespecification in the olfactory map of Drosophila. Nature
414, 204–208.
45. Wong, A.M., Wang, J.W., and Axel, R. (2002). Spatial representation
of the glomerular map in the Drosophila protocerebrum. Cell 109,
229–241.
46. Marin, E.C., Jefferis, G.S., Komiyama, T., Zhu, H., and Luo, L. (2002).
Representation of the glomerular olfactory map in the Drosophila
brain. Cell 109, 243–255.
47. Godenschwege, T.A., Simpson, J.H., Shan, X., Bashaw, G.J.,
Goodman, C.S., and Murphey, R.K. (2002). Ectopic expression in
the giant fiber system of Drosophila reveals distinct roles for round-
about (Robo), Robo2, and Robo3 in dendritic guidance and synap-
tic connectivity. J. Neurosci. 22, 3117–3129.
48. Grueber, W.B., Jan, L.Y., and Jan, Y.N. (2002). Tiling of the
Drosophila epidermis by multidendritic sensory neurons. Develop-
ment 129, 2867–2878.
49. Sweeney, N.T., Li, W., and Gao, F.B. (2002). Genetic manipulation of
single neurons in vivo reveals specific roles of flamingo in neuronal
morphogenesis. Dev. Biol. 247, 76–88.
50. Hitchcock, P.F. (1989). Exclusionary dendritic interactions in the
retina of the goldfish. Development 106, 589–598.
51. Gao, F.B., Kohwi, M., Brenman, J.E., Jan, L.Y., and Jan, Y.N. (2000).
Control of dendritic field formation in Drosophila: the roles of
flamingo and competition between homologous neurons. Neuron
28, 91–101.
52. Grueber, W.B., Ye, B., Moore, A.W., Jan, L.Y., and Jan, Y.N. (2003).
Dendrites of distinct classes of Drosophila sensory neurons show
different capacities for homotypic repulsion. Curr. Biol. 13, 618–626.
53. Sugimura, K., Yamamoto, M., Niwa, R., Satoh, D., Goto, S.,
Taniguchi, M., Hayashi, S., and Uemura, T. (2003). Distinct develop-
mental modes and lesion-induced reactions of dendrites of two
classes of Drosophila sensory neurons. J. Neurosci. 23, 3752–3760.
54. Sagasti, A., Guido, M.R., Raible, D.W., and Schier, A.F. (2005).
Repulsive interactions shape the morphologies and functional
arrangement of zebrafish peripheral sensory arbors. Curr. Biol. 15,
804–814.
55. Wassle, H., and Boycott, B.B. (1991). Functional architecture of the
mammalian retina. Physiol. Rev. 71, 447–480.
56. Wang, H., and Macagno, E.R. (1998). A detached branch stops
being recognized as self by other branches of a neuron. J. Neuro-
biol. 35, 53–64.
57. Gan, W.B., and Macagno, E.R. (1995). Interactions between seg-
mental homologs and between isoneuronal branches guide the for-
mation of sensory terminal fields. J. Neurosci. 15, 3243–3253.
58. Emoto, K., He, Y., Ye, B., Grueber, W.B., Adler, P.N., Jan, L.Y., and
Jan, Y.N. (2004). Control of dendritic branching and tiling by the Tri-
cornered-kinase/Furry signaling pathway in Drosophila sensory
neurons. Cell 119, 245–256.
59. Perry, V.H., and Linden, R. (1982). Evidence for dendritic competi-
tion in the developing retina. Nature 297, 683–685.
60. Lohmann, C., and Wong, R.O. (2001). Cell-type specific dendritic
contacts between retinal ganglion cells during development. J. Neu-
robiol. 48, 150–162.
61. Grueber, W.B., Graubard, K., and Truman, J.W. (2001). Tiling of the
body wall by multidendritic sensory neurons in Manduca sexta. J.
Comp. Neurol. 440, 271–283.
62. Threadgill, R., Bobb, K., and Ghosh, A. (1997). Regulation of den-
dritic growth and remodeling by Rho, Rac, and Cdc42. Neuron 19,
625–634.
63. Ruchhoeft, M.L., Ohnuma, S., McNeill, L., Holt, C.E., and Harris,
W.A. (1999). The neuronal architecture of Xenopus retinal ganglion
cells is sculpted by rho-family GTPases in vivo. J. Neurosci. 19,
8454–8463.
64. Li, Z., Van Aelst, L., and Cline, H.T. (2000). Rho GTPases regulate
distinct aspects of dendritic arbor growth in Xenopus central
neurons in vivo. Nat. Neurosci. 3, 217–225.
65. Lee, A., Li, W., Xu, K., Bogert, B.A., Su, K., and Gao, F.B. (2003).
Control of dendritic development by the Drosophila fragile X-related
gene involves the small GTPase Rac1. Development 130,
5543–5552.
66. Rosso, S.B., Sussman, D., Wynshaw-Boris, A., and Salinas, P.C.
(2005). Wnt signaling through Dishevelled, Rac and JNK regulates
dendritic development. Nat. Neurosci. 8, 34–42.
67. Zallen, J.A., Kirch, S.A., and Bargmann, C.I. (1999). Genes required
for axon pathfinding and extension in the C. elegans nerve ring.
Development 126, 3679–3692.
68. Gallegos, M.E., and Bargmann, C.I. (2004). Mechanosensory neurite
termination and tiling depend on SAX-2 and the SAX-1 kinase.
Neuron 44, 239–249.
69. Galli-Resta, L. (2002). Putting neurons in the right places: local inter-
actions in the genesis of retinal architecture. Trends Neurosci. 25,
638–643.
70. Reese, B.E., Raven, M.A., and Stagg, S.B. (2005). Afferents and
homotypic neighbors regulate horizontal cell morphology, connec-
tivity, and retinal coverage. J. Neurosci. 25, 2167–2175.
71. Jefferis, G.S., Vyas, R.M., Berdnik, D., Ramaekers, A., Stocker, R.F.,
Tanaka, N.K., Ito, K., and Luo, L. (2004). Developmental origin of
wiring specificity in the olfactory system of Drosophila. Develop-
ment 131, 117–130.
72. Kidd, T., Bland, K.S., and Goodman, C.S. (1999). Slit is the midline
repellent for the robo receptor in Drosophila. Cell 96, 785–794.
73. Harris, R., Sabatelli, L.M., and Seeger, M.A. (1996). Guidance cues
at the Drosophila CNS midline: identification and characterization
of two Drosophila Netrin/UNC-6 homologs. Neuron 17, 217–228.
Review
R738
74. Kolodziej, P.A., Timpe, L.C., Mitchell, K.J., Fried, S.R.,
Goodman,C>S ., Jan, L.Y., and Jan, Y. N. (1996) . frazzled encodes
a Drospohila member of the DDC immunoglobulin subfamily and is
required for CNS and motor axon guidance. Cell 87, 197-204
75. Brose, K., Bland, K.S., Wang, K.H., Arnott, D., Henzel, W.,
Goodman, C.S., Tessier-Lavigne, M., and Kidd, T. (1999). Slit pro-
teins bind Robo receptors and have an evolutionarily conserved
role in repulsive axon guidance. Cell 96, 795–806.
76. Kidd, T., Brose, K., Mitchell, K.J., Fetter, R.D., Tessier-Lavigne, M.,
Goodman, C.S., and Tear, G. (1998). Roundabout controls axon
crossing of the CNS midline and defines a novel subfamily of evo-
lutionarily conserved guidance receptors. Cell 92, 205–215.
77. Polleux, F., Morrow, T., and Ghosh, A. (2000). Semaphorin 3A is a
chemoattractant for cortical apical dendrites. Nature 404, 567–573.
78. Jefferis, G.S., Marin, E.C., Watts, R.J., and Luo, L. (2002). Develop-
ment of neuronal connectivity in Drosophila antennal lobes and
mushroom bodies. Curr. Opin. Neurobiol. 12, 80–86.
79. Jhaveri, D., and Rodrigues, V. (2002). Sensory neurons of the Atonal
lineage pioneer the formation of glomeruli within the adult
Drosophila olfactory lobe. Development 129, 1251–1260.
80. Boeckh, J., and Tolbert, L.P. (1993). Synaptic organization and
development of the antennal lobe in insects. Microsc. Res. Tech.
24, 260–280.
81. Oland, L.A., Orr, G., and Tolbert, L.P. (1990). Construction of a pro-
toglomerular template by olfactory axons initiates the formation of
olfactory glomeruli in the insect brain. J. Neurosci. 10, 2096–2112.
82. Komiyama, T., Johnson, W.A., Luo, L., and Jefferis, G.S. (2003).
From lineage to wiring specificity. POU domain transcription factors
control precise connections of Drosophila olfactory projection
neurons. Cell 112, 157–167.
83. Zhu, H., and Luo, L. (2004). Diverse functions of N-cadherin in den-
dritic and axonal terminal arborization of olfactory projection
neurons. Neuron 42, 63–75.
84. Dailey, M.E., and Smith, S.J. (1996). The dynamics of dendritic
structure in developing hippocampal slices. J. Neurosci. 16,
2983–2994.
85. Wu, G.Y., and Cline, H.T. (1998). Stabilization of dendritic arbor
structure in vivo by CaMKII. Science 279, 222–226.
86. Niell, C.M., and Smith, S.J. (2004). Live optical imaging of nervous
system development. Annu. Rev. Physiol. 66, 771–798.
87. Williams, D.W., and Truman, J.W. (2004). Mechanisms of dendritic
elaboration of sensory neurons in Drosophila: insights from in vivo
time lapse. J. Neurosci. 24, 1541–1550.
88. Wong, W.T., Faulkner-Jones, B.E., Sanes, J.R., and Wong, R.O.
(2000). Rapid dendritic remodeling in the developing retina: depen-
dence on neurotransmission and reciprocal regulation by Rac and
Rho. J. Neurosci. 20, 5024–5036.
89. Levine, R.B., and Truman, J.W. (1982). Metamorphosis of the insect
nervous system: changes in morphology and synaptic interactions
of identified neurones. Nature 299, 250–252.
90. Kent, K.S., and Levine, R.B. (1993). Dendritic reorganization of an
identified neuron during metamorphosis of the moth Manduca
sexta: the influence of interactions with the periphery. J. Neurobiol.
24, 1–22.
91. Weeks, J.C. (1999). Steroid hormones, dendritic remodeling and
neuronal death: insights from insect metamorphosis. Brain Behav.
Evol. 54, 51–60.
92. Consoulas, C., Restifo, L.L., and Levine, R.B. (2002). Dendritic
remodeling and growth of motoneurons during metamorphosis of
Drosophila melanogaster. J. Neurosci. 22, 4906–4917.
93. Williams, D.W., and Truman, J.W. (2005). Cellular mechanisms of
dendrite pruning in Drosophila: insights from in vivo time-lapse of
remodeling dendritic arborizing sensory neurons. Development. doi:
10.1242/dev.01928
94. Usui-Ishihara, A., Simpson, P., and Usui, K. (2000). Larval multiden-
drite neurons survive metamorphosis and participate in the forma-
tion of imaginal sensory axonal pathways in the notum of
Drosophila. Dev. Biol. 225, 357–369.
95. Williams, D.W., and Shepherd, D. (1999). Persistent larval sensory
neurons in adult Drosophila melanogaster. J. Neurobiol. 39,
275–286.
96. Wu, G.Y., Zou, D.J., Rajan, I., and Cline, H. (1999). Dendritic dynam-
ics in vivo change during neuronal maturation. J. Neurosci. 19,
4472–4483.
97. Goodman, C.S. (1978). Isogenic grasshoppers: genetic variability in
the morphology of identified neurons. J. Comp. Neurol. 182,
681–705.
98. Scott, E.K., Reuter, J.E., and Luo, L. (2003). Small GTPase Cdc42 is
required for multiple aspects of dendritic morphogenesis. J. Neu-
rosci. 23, 3118–3123.
99. Ye, B., Petritsch, C., Clark, I.E., Gavis, E.R., Jan, L.Y., and Jan, Y.N.
(2004). Nanos and Pumilio are essential for dendrite morphogene-
sis in Drosophila peripheral neurons. Curr. Biol. 14, 314–321.
100. Moore, A.W., Jan, L.Y., and Jan, Y.N. (2002). hamlet, a binary
genetic switch between single- and multiple- dendrite neuron mor-
phology. Science 297, 1355–1358.
101. Grueber, W.B., Jan, L.Y., and Jan, Y.N. (2003). Different levels of the
homeodomain protein cut regulate distinct dendrite branching pat-
terns of Drosophila multidendritic neurons. Cell 112, 805–818.
102. Sugimura, K., Satoh, D., Estes, P., Crews, S., and Uemura, T. (2004).
Development of morphological diversity of dendrites in Drosophila
by the BTB-zinc finger protein abrupt. Neuron 43, 809–822.
103. Li, W., Wang, F., Menut, L., and Gao, F.B. (2004). BTB/POZ-zinc
finger protein abrupt suppresses dendritic branching in a neuronal
subtype-specific and dosage-dependent manner. Neuron 43,
823–834.
104. Brenman, J.E., Gao, F.B., Jan, L.Y., and Jan, Y.N. (2001). Sequoia,
a tramtrack-related zinc finger protein, functions as a pan-neural
regulator for dendrite and axon morphogenesis in Drosophila. Dev.
Cell 1, 667–677.
105. Zhang, Y., Ma, C., Delohery, T., Nasipak, B., Foat, B.C., Bounoutas,
A., Bussemaker, H.J., Kim, S.K., and Chalfie, M. (2002). Identifica-
tion of genes expressed in C. elegans touch receptor neurons.
Nature 418, 331–335.
106. Colosimo, M.E., Brown, A., Mukhopadhyay, S., Gabel, C., Lanjuin,
A.E., Samuel, A.D., and Sengupta, P. (2004). Identification of ther-
mosensory and olfactory neuron-specific genes via expression pro-
filing of single neuron types. Curr. Biol. 14, 2245–2251.
107. Cinar, H., Keles, S., and Jin, Y. (2005). Expression profiling of
GABAergic motor neurons in Caenorhabditis elegans. Curr. Biol. 15,
340–346.
108. Ghysen, A. (2003). The origin and evolution of the nervous system.
Int. J. Dev. Biol. 47, 555–562.
